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GenCore version 6.2.1 
Copyright (c) 1993 - 2007 Biocceleration Ltd. 



CM protein - protein search, using sw model 
Run on : " 



Title: 

Perfect score: 
Sequence : 



June 30, 2007, 00:44:29 ; Search time. 260 Seconds 

(without alignments) 
41.405 Million cell updates/sec 

US-10-568-108-2 
109 

1 GAYDLRRRERQSRLRRRERQSR 22 



Scoring table: BLOSUM62 

Gapop 10,0 , Gapext 0.5 



Searched: 



2782304 seqs, 489333398 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



2782304 



Database 



A_Geneseq_2 00701 



1 
2 
3 
4 
5 
6 
7 
8 
9 

10 
11 



geneseqpl980s : 
geneseqpl990s : 
geneseqp2000s : 
geneseqp2001s : 
geneseqp2002s : 
geneseqp2003as : * 
geneseqp2003bs : * 
geneseqp2004s : * 
geneseqp2005s : * 
geneseqp2006s : * 
geneseqp2007s : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 

Result Query 

No. Score Match Length DB ID 



Description 
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Human eel 
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Antibac te 
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Human Hp'd 
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ADF17970 
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O D 
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6 


199 


7 


Ar)fi4 9 n 8 9 




Ada49 08 9 


Human POT 


10 


66 


60 


. 6 


2 00 
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ABM84 641 




Abm84641 


Human dia 


11 


66 


60 


. 6 


221 


2 


AAR 8 4 fi fi 
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60 . 
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2 


AAW8 8362 
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Human mat 


17 


66 


60 . 


. 6 


225 


2 


AAY2 1551 




Aay21551 


Human hep ' 


18 


66 


60 . 


. 6 


225 


2 


AAW8 8118 




Aaw88118 


Mature hu 


19 


66 


60 . 


. 6 


225 


3 


AAY71881 




Aav7 1881 


Human li6p 


20 


66 


60 


. 6 


225 


3 


AAY71882 




Aa v7 1882 


Human Tipd 


2 1 


66 


60 


. 6 


225 


3 


AAY7 18 81 




Aav71883 


Human Vieri 


22 


66 


6 0 


. 6 


225 


3 


AAY71 87 fi 




Aav718 7fi 


Human mat" 


^ o 




fiO 


■ o 


225 


4 


' AAY71 891 

JA/~VX / X 0 7 X 




Aav71 8 91 
y f X 0 7 X 


XxLllllClll IIICI L> 


24 


66 


6 0 


6 


22 5 


7 


ADEll S8 7 




Ade 1158 7 


Human mat" 

XXU.lllU.ll Hid L« 


25 


66 


60 


. 6 


22 5 


7 


ADE11551 




Ade 11551 


Human mat" 


26 


6 6 


60 


. 6 


22 5 


s 


ADK49 01 9 




Adk49 0 1 9 


Human Vipd 

llUlllUll iicky 


27' 


66 


60 


, 6 


225 


9 


ADV2 10 9 9 




Adv21099 


Human a7u 

xxuiimxi u 4u u 


28 


66 


60 


. 6 


225 


9 


any 69 11 0 




Adxfi9 3in 


Human Vipd 

X^lUllldXX XXWk.r 




66 


60 


6 
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9 


Ar)Y89 119 




Adv89 1 1 9 


Human lipn 
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10 
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> o 


919 
z J ^ 


9 
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Oft 
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cr 
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z ^ z 


9 
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rio. y ^ X D D U 
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9 9 
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9 
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J D 
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6 
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Human hep 


43 


66 
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Human pre 
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2 
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45 
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Human pre 





ALIGNMENTS 


RESULT 1 


ADY21199 


ID 


ADY21199 standard; peptide; 22 AA. 


XX 




AC 


ADY21199; 


XX 




DT 


05-MAY-2005 (first entry) 


XX 




DE 


Human cell penetration vector peptide, DPV15b. 


XX 




KW 


cell permeabilization ; virucide; antibacterial; cytostatic; vasotropic; 


KW 


antimicrobial; antiapoptotic ; antiangiogenic ; pharmaceutical; cosmetics 


KW 


diagnostic; viral infection; metastasis; cell; vector. 


XX 
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and Search Result 20070629.130905_us-10-568-108- 

2.rup. 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Suggestions 

This page gives you Search Results detail for the Application 10568108 and Search Result 
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GenCore version 6.2.1 
Copyright (c) 1993 - 2007 Biocceleration Ltd. 



CM protein - protein search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



Searched : 



June 30, 2007, 00:47:37 /Search time 343 Seconds 

■- (without alignments) 
• 68.766 Million cell updates/sec 

US-10-568-108-2 

109 

1 GAYDLRRRERQSRLRRRERQSR 22 
BLOSUM62 

Gapop 10.0 , Gapext 0 . 5 

3281787 seqs, 1072124677 residues 



Total number of hits satisfying chosen parameters: 



3281787 



Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post -processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 

Database : UniProt_8 . 4 : * 

1 : uniprot_sprot : * 
2: uniprot_trembl : * 

Pred. No. is the number- of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 



1 


66 


60 


.6 


226 


2 


Q86SR2_HUMAN 


Q86sr2 homo sapien 


2 


66 


60 


.6 


251 


1 
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3 


61 
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ALIGNMENTS . 



RESULT 1 
Q86SR2_HUMAN 

ID Q86SR2_HUMAN PRELIMINARY; PRT; 226 AA. 

AC Q86SR2; 

DT Ol-JUN-2003, integrated into UniProtKB/TrEMBL . 

DT Ol-JUN-2003, sequence version 1. 

DT 13-JUN-2006, entry version 23. 

DE AZUl protein (Fragment) . 

GN Name=AZUl; 

OS Homo sapiens (Human) . 

OC Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 

OC Mammalia; Eutheria; Euarchontoglires ; Primates; Haplorrhini ; 

OC Catarrhini ; Hominidae; Homo. 

OX NCBI_TaxID=9606 ; 

RN [1] ' . 

RP NUCLEOTIDE SEQUENCE. 

RC TISSUE=Lung; 

RX MEDLINE=22388257; PubMed=12477932 ; DOI=10 . 1073/pnas . 242603899 ; 

RA Strausberg R.L., Feingold E.A., Grouse L:H., Derge J.G./ 

RA Klausner R.D., Collins F.S., Wagner L., Shenmen CM., Schuler G.D., 

RA Altschul S.F., Zeeberg B., Buetow K.H., Schaefer C.F., Bhat N.K., 

RA Hopkins R.F,,. Jordan H., Moore T., Max S.I., Wang J., Hsieh F. , 

RA Diatchenko L,, Marusina K., Farmer A.A. , Rubin G.M., Hong L., 
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GenCore version 6.2.1 
Copyright (c) 1993 - 2007 Biocceleration Ltd. 

CM protein - protein search, using sw model 

Run on:' June 30, 2007 i 00:49:00 ; Search time 34 Seconds 

(without alignments) 
62.258 Million cell updates/sec 



Title : 

Perfect score: 
Sequence : 



US-10-568-108-2 
109 

1. GAYDLRRRERQSRLRRRERQSR 22 



Scoring table: 



BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



283416 seqs, 96216763 residues 



Total number of hits satisfying chosen parameters: 283416 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post -processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 

Database : PIR 80:* 



1: 


pirl : * 


2 : 


pir2 : * 


3 : 


pir3 : * 


4 : 


pir4 : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 




Query 










No. 


Score 


Match Length DB 


ID 


Description 


1 


66 


60 


6 


251 


1 


TRHUAZ 


azurocidin precurs 


2 


54 


49 


5 


77 


2 


B40973 


spermatid- specific 


3 


54 


49 


5 


240 


2 


A46179 


U2 snRNP auxiliary 


4 


53 


48 


6 


175 . 


2 


C70453 


translation initia 


5 


53 


48 


6 


957 


2 


D70835 


hypothetical glyci 


6 


52 


47 


7 


118 


2 


S56117 


spermatid- specific 


7 


52 


47 


7 


285 


2 


S53710 


ribonucleoprotein 


8' 


51 


46 


8 


309 


2 


T4188? 


PE38 orfl53 - Bomb 


9 


51 


46 


.8 


2019 


2 


T27702 


hypothetical prote 


10 


49 


45 


.0 


43 


2 


D58213 


protamine III - Am 


11 


49 


45 


.0 


261 


2 


AB3070 


conserved hypothet 



http://es/ScoreAccessWeb/GetItem.action?AppId=l 0568 1 08&seqId=09323b678025a299&ItemName=20... 7/1 0/2007 



SCQRE Search Results Details for Application 10568108 and Search Result 20070629_130907_us-10-5... Page 2 of 1 1 



12 


49 


45 


. 0 


319 


2 


H98216 


hypothetical prote 


13 


49 


45 


.0 


1407 


1 


S28589 


trichohyalin - rab 


14 


48 


44 


.0 


36 


2 


JA0173 


basic peptide - wi 


15 


48 


44 


.0 


234 


2 


S27956 


arginine-rich prot 


16 


48 


44 


.0 


294 


2 


E87538 


hypothetical prote 


17 


48 


44 


. 0 


420 


2 


A45166 


protein-lysine 6-0 


18 


48 


44 


. 0 


517 


1 


A39038 


1-caldesmon, nonmu 


19 


48 


44 


.0 


550 


2 


A46419 


t rophoblas t - endoth 


20 


48 


44 


. 0 


695 


2 


154325 


gene XE7 protein - 


21 


48 


44 


. 0 


771 


1 


A33430 


h-caldesmon - chic 


22 


47 , 5 


43 


.6 


694 


2. 


T07638 


SWHl protein homol 


23 


47 


43 


.1 


27 


1 


SRAPC 


protamine B - Russ 


24 


47 


43 


. 1 


58 


2 


S10755 ■ 


protamine St2b - h 


25 


47 


43 


. 1 


62 


2 


S10754 


■ protamine St2a - h 


26 


47 


43 


. 1 


78 


2 


A40973 


spermatid- specific 


27 


47 


43 


.1 


79 


2 


S56116 


spermatid- specific 


28 


47 


43 


. 1 


132 


2 


S10305 


protamine - boll w 


29 » 


47 


43 


. 1 


378 


2 


S04336 


Ul snRNP 7 OK prote 


30 


47 


43 


. 1 


406 


2 


T24492 


hypothetical prote 


31 


47 


43 


, 1 


531 


2 


A55887 


"caldesmon, non-mus 


32 


47 


43 


. 1 


669 


2 


JC5662 


hepatoma-derived g 


33 


47 


43 


. 1 


728 


2 


T43632 


serine/threonine p 


34 


47 


43 


. 1 


792 


2 


T43630 


serine/threonine p 


35 


47 


43 


.1 


793 


1 


JH0628 


caldesmon - human 


36 


47 


43 


.1 


1075 


2 


T27623 


hypothetical prote 


37 


47 


43 


. 1 


1080 


2 


T27622 


hypothetical prote 


38 


47 


43 


. 1 


1549. 


1 


A40691 


trichohyalin - she 


39 


46 . 5 


42 


. 7 


56 


2 


C58213 


protamine II - Ame 


40 


46 


42 


.2 


126 


2 


S58321 


probable membrane 


41 


46 


42 


.2 


224 


2 


F69444 


conserved hypothet 


42 


46 


42 


.2 


321 


1 


A43681 


immediate -early pr 


43 


46 


42 


,2 


321 


2 


C72869 


hypothetical prote 


44 


46 


42 


.2 


354 


2 


T27099 


hypothetical prote 


45 


46 


42 


.2 


580 


1 


S33743 


aspartate -tRNA lig 



ALIGNMENTS 



RESULT 1 
TRHUAZ 

azurocidin precursor [validated] - human 

N;Alternate names: cationic antimicrobial protein CAP37; heparin-binding protein; neutrophil -derive 
C; Species: Homo sapiens (man) 

C;Date: 31-Mar-1992 #sequence_revision 30-Sep-1993 #text_change 09-Jul-2004 

C;Accession: A46268; A46455; S16450; S18520; S12881; S15445; S14738; B33913; A60708; B43600; A49211 
R;Zimmer, M, ; Medcalf, R.L.; Fink, T.M. ; Mattmann, C; Lichter, P.; Jenne, D,E. 
Proc. Natl. Acad. Sci . U.S.A. 89, 8215-8219, 1992 

A;Title: Three human elastase-like genes coordinately. expressed in the myelomonocyte lineage are 01 
A/Reference number: A46268; MUID : 92390417 ; PMID: 1518849 
A;Accession: A46268 
A;Molecule type: DNA 
A;ResidueS: 1-251 <ZIM> 

A; Cross-references: UNIPROT : P2 0160 ; UNIPARC : UPI0000126ECD; GB:M96326; NID:gl79301; PIDN : AAB593 53 . 1 ; 
A;Note: sequence extracted from NCBI backbone (NCBIN: 112883 , NCBIN : 112891 , NCBIN: 112893 , NCBIN:1126 
R;Morgan, J.G.; Sukiennicki, T.; Pereira, H.A. ; Spitznagel, J.K.; Guerra, M.E.; Larrick, J.W. 

J. Immunol. 147, 3210-3214, 1991 

A;Title: Cloning of the cDNA for the serine protease homolog CAP37/azurocidin, a microbicidal and c 
A; Reference number: A46455; MUID : 92013 155 ; PMID:1919011 
A;Accession: A46455 
A;Molecule type: mRNA 
A; Residues: 1-251 <MOR> 

A;Cross-references : UNIPARC :UPI0000126ECD; GB:M96326; NID:gl79301; PIDN : AAB5 9353 . 1 ; Plb:gl79302 
A;Note: sequence extracted from NCBI backbone (NCBIN: 60386 , NCBIP: 60395) 
R;Almeida, R.P.; Melchior, M. ; Campanelli, D.; Nathan, C, ; Gabay, J.E. 
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1-rag. 
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GenCore version 6.2.1 
Copyright (c) 1993 - 2007 Biocceleration Ltd. 



CM protein - protein search, using sw model 
Run on: July 5, 2007, 09:49:40 



Search time 97 Seconds 

(without alignments) 
. 80. -715 Million cell updates/sec 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



US-10-568-108-1 

76 

1" LRRERQSRLRRERQSR 16 



BLQSUM62 
Gapop 10.0 



Gapext 0 , 5 



Searched: 2782304 seqs, 489333398 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 50 summaries 



2782304 



Database 



* 
* 
* 
* 

S : * 
S : * 



A_Geneseq_200701 

1: geneseqpl980s 

2: geneseqpl990s 

3: geneseqp2000s 

4: geneseqp2001s 

5: geneseqp2002s 

6: geneseqp2003a 

7: geneseqp2003b 

8: geneseqp2004s : * 

9: geneseqp2005s : * 
10: geneseqp2006s : * 
11: geneseqp2007s : * 

Pred. No, is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being- printed, 
and is derived by analysis of the total score distribution. 



• SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 
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1 


76 


100 , 


. 0 


16 


9 


ADY21198 


Ady21198 


Hurnan eel 


2 


76 


100 , 


. 0 


16 


9 


ADY21240 


Ady21240 


Grain -nega 


3 


76 


100 


. 0 


16 


9 


ADY29687 


Ady 2 9687 


Ant ibac te 


4 


76 


100 . 


. 0 


17 


9 


ADY212 0 8 


Adv212 68 


Human cgI 


5 


65 . 5 


86 , 


. 2 


17 


4 


AAG67 73 0 


Aaa67 73 0 


PPDt" "i dp H 


5 


65 . 5 


86 


. 2 


17 




ARPS9497 


Abrj'^94 9 7 


nUlllCLll XXCJL/ 


7 


61 . 5 


80 , 


. 9 


22 


9 


ADY21199* 


Adv2119 9 


Human eel 


3 


61.5 


8 0 


_ 9 


22 


9 


ADY? 1941 

x^J^ X ^ ^ ^ ^ ^ 


Adv? 1241 

y ^ ^ ^ ^ 




9 


61.5 


80 


, 9 


22 


9 


ADY2 9 688 


Adv29688 


An t" "i br5 p t" p 


10 


61.5 


80 


, 9 


23 


9 


ADY912 0 9 


Adv2 12 0 9 


HiiTDP^n ppI 


11 


52 


68 , 


. 4 


476 


4 


ABB65935 


Abb65935 


DrosoDhi 1 


12 


51 


67 


. 1 


541 


2 


AAW3 714 8 


Aaw3714 8 


Mammal \ an 


13 


51 


67 , 


. 1 


783 


2 


AAW3 7151 


Aaw3 7151 


Mouse neu 


14 


51 


67 , 


. 1 


787 


2 


AAW3 7152 


Aaw37152 


Mouse neu 


15 


51 


- 67 , 


, 1 


801 


8 


ADQ97686 


Adq9768 6 


Mouse can 


16 


51 


67 . 


. 1 


802 


2 


AAW3 7153 


Aaw37153 


Mouse neu 


17 


51 


67 . 


. 1 


802 


4 


AAU0913 9 


Aau09139 


Mammalian 


18 


50 


65 , 


, 8 


390 


3 


AAB58287 


Aab582 8 7 


Ijuncr cane 


19 


50 


65 . 


. 8 


467 


7 


ADM04921 


Adm04 921 


Human nro 


20 


50 


65 . 


. 8 


467 


9 


AEC87851 

C\ i-l U # U J. 


Aec87851 


Human r*DN 

XXUIIIM.XA \^X^X* 


21 


50 


65 . 


. 8 


472 


3 


AAB23039 


Aab2 3 03 9 


Human AV"R 


22 


50 


65 < 


. 8 


472 




AD A2 3 2 9 9 


Ada232 9 9 


Human 


23 


50 


65 , 


. 8 


491 


3 


AAB23040 


Aab23 04 0 


Human AVPI 


24 


50 


65 , 


, 8 


491 


6 


ADA2 3301 


Ada23301 


Human SEC 

AxvAiii^iiXx %j xj\^ 


25 


50 


65 , 


. 8 


537 




AD097689 


Ada9768 9 


Human r'an 

X1U.IIICIXX V^CIXX 


2 6 


50 


65 


. 8 


570 


9 


ARD847nP 


Aed84702 


Ponsin in 


27 


50 


65 , 


, 8 


719 


8 


AD097691 


Adq97691 


Human can 


2 8 


4 9 


64 


. 5 


1898 


2 


AAY3 0 79*5 


Aay30795 


A human t 


2 9 


4 9 


64 


5 


18 98 


7 


AnD4 R R 9 


Add48869 


Human Pro 


O V/ 


4 9 


fi4 


> ^ 


1 R Q R 

X O V o 




ir\CA IN. Q ^ 0 ^ ^ 


Aek653 54 Human tri 


O J. 




O O < 




70 


q 


rvuV^ 0 ^ D 0 *± 


Aec62684 


PAP7 upst 


32 • 


4fl 




2 


97 


-3 
O 


AAR4'^5 


Aab43257 


Human ORF 


33 


48 


63 . 


2 


12 6 


8 


AnY22 9S7 


Ady22957 


Plant ful 


34 


48 


63 . 


. 2 


319 


6 


ABU703 8 9 


Abu70389 


Human adi 


35 


48 


63 . 


. 2 


364 


g 


ADS34465 


Ads34465 


POSH prot 


36 


48 


63 , 


. 2 


364 


8 


ADU69 062 


Adu69062 


Human GOC 


37 


48 


63 . 


. 2 


528 


4 


AAM78 918 


Aam78918 


Human pro 


38 


48 


63 . 


2 


528 


8 


ADS 3 44 67 


Ads34467 


POSH prot 


39 


4 8. 


63 . 


. 2 


52 8 


8 


ADS34466 


Ads34466 


POSH prot 


40 


48 


63 . 


. 2 


528 


8 


ADS34464 


Ads34464 


POSH prot 


4 1 


48 


63 


, 2 


528 


8 


ADTlfi 90 6 3 


Adu69063 


Human GOC 


42 


4 8 


63 


2 


'52 8 


g 


ADTTf;9 Ofi 1 


Adu69061 


Human GOC 




4 ff 




2 


R 


o 
o 


ADTT^^ Q n fi4 

rWJ U 0 ^ VJ D *I 


Adu69064 


Human GOC 


44 


4 8 




2 


52 8 


9 


ADX0fi7 7R 


Adx06778 


Cyclin-de 


^ I? 


4 R 




o 
. ^ 


R4 R 


A 
*± 


AAM79909 


Aam79902 


Human pro 


46 


47 


61 . 


. 8 


239 


4 


ABG16782 


Abgl6782 


Novel hum • 


47 


47 


61 . 


.8 


247 


8 


ADX90684 


Adx90684 


Plant ful 


48 


47 


61 . 


.8 


247 


' 8 


ADX90698 


Adx90698 


Plant ful 


49 


47 


61. 


.8 


311 


3 


AAB42307 


Aab42307 


Human ORF 


50 


47 


61. 


.8 


658 


4 


ABB65632 . 


Abb65632 


Drosophil 



ALIGNMENTS 



RESULT 1 

ADY21198 

ID ADY21198 Standard; peptide; 16 AA. 
XX 

AC AbY21198; 
XX 

DT 05-MAY-2005 (first entry) 
XX 

DE Human cell penetration vector peptide, DPV15 . 
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SCORE Search Results Details for Application 10568108 
and Search Result 20070705_094922_us-10-568-108" 
l.rup. 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Suggestions 

This page gives you Search Results detail for the Application 10568108 and Search Result 
20070705_094922_us-10-568-108-l.rup. 
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GenCore version 6.2.1 
Copyright (c) 1993 - 2007 Biocceleration Ltd. 

OM protein - protein search, using sw model 

Run on: July 5, 2007, 09:49:44 /Search time 353 Seconds 

(without alignments) • 
48.595 Million cell updates/sec 

Title: US-10-568-108-1 
Perfect score: 76 

Sequence: 1 LRRERQSRLRRERQSR 16 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 

Searched: 3281787 seqs, 1072124677 residues 

Total number of hits satisfying chosen parameters: 3281787 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post -processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 50 summaries 

Database : UniProt__8 , 4 : * 

1 : uniprot_sprot : * 
2 : uniprot_trembl : * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 



1 


52 


68 


.4 


2753 


2 


Q3KN34_DR0ME 


Q3kn34 


drosophila 


2 


52 


68 


.4 


2935 


2 


Q7Z1Y4_DR0ME 


Q7zly4 


drosophila 


3 


52 


68 


.4 


2946 


2 


Q9W053_DROME 


Q9W053 


drosophila 


4 


51 


67 


1 


513 


2 


Q9DEG2_CHICK 


Q9deg2 


gallus gall 


5 


51 


67 


.1 


526 


2 


Q5XHX3_RAT 


Q5xhx3 


rattus norv 


6 


51 


67 


.1 


550 


2 


093263_CHICK 


093263 


gallus gall 


7 


51 


67 


1. 


784 


2 


Q90YB5_CHICK 


Q90yb5 


gallus gall 


8 


51 


67 


1 


802 


1 


ENAH MOUSE 


Q03173 


mus musculu 



http://es/ScoreAccessWeb/GetItem.action?AppId=10568108«&seqId=09323b678025e436&ItemName=20... 7/10/2007 



SCORE ^'fearch Results Details for Application 10568108 and Search Result 20070705_094922_us-10-5... Page 2 of 60 



9 


50 


65 


. 8 


320 


2 


Q4DK01 TRYCR 


Q4dk01 


trypanosoina 


10 


50 


65 


. 8 


391 


2 


04CTG4 TRYCR 


04c t.a4 


t IT vD an o s oma 


11 


50 


65 


. 8 


591 


1 


ENAH HUMAN 


Q8n8s7 


homo sapien 


T 9 


4 9 


fi4 


, -J 


35 9 


2 


m 6T.V4 ART) API 


Q161v4 


fiPdPQ aPCTVT) 


X o 


4 9 


64 


. 5 


1190 


2 


OS 19 AO ENTHI 


Q519a0 


entamoeba h 


14 


4 9 


64 


. 5 


143 9 


2 


05COG9 CRYPV 


05caa9 


CTVDtOSDOri 


1 


4 Q 


fi4 


. ^ 


X o ^ o 


1 


TRHY HITMAN 


O07283 




16 


49 


64 


. 5 


1943 


2 


Q5VUI3 HUMAN 


Q5v\ii3 


homo sapien 


17 


48 


63 


. 2 


260 


2 


O5ZD8 0 ORYSA 


Q5zd80 


oiryza sativ 


18 


48 


63 


. 2 


372 


2 


Q6DUB6 PIG 


Q6d\ab6 


sus scrofa 


19 


48 


63 


. 2 


523 


2 


Q 5 RHP 5 BRARE 


Q5rhp5 


brachydanio 


20 


48 


63 


. 2 


527 


1 


GCP60 HUMAN 


Q9h3p7 


h golgi res 


21 


48 


63 


.2 


540 


2 


Q2J1R0 RH0P2 


Q2jlrO 


rhodop s eudo 


22 


48 


63 


. 2 


668 


2 


Q57VZ5 9TRYP 


Q57vz5 


trypanosoma 


23 


48 


63 


. 2 


685 


1 


CS021 PONPY 


Q5rbh3 


DonQO Dvama 


24 


48 


63 


. 2 


1094 


2 


Q26774 9TRYP 


Q26774 


tirypanosoma 


25 


48 


63 


. 2 


1784 


2 


Q54TU2 DICDI 


Q54tu2 


diet y o s t e 1 i 


26 


48 


63 


. 2 


1914 


2 


Q3GJD8 CHLPH 


Q3gjd8 


piros thecoch 


27 


4 7 


61 


. 8 


154 


2 


06YTG1 ORYSA 


06vtal 


oirvza sativ 


28 


47 


61 


. 8 


359 


2 


Q5Z6A2 ORYSA 


Q5z6a2 


oryza sativ 


29 


47 


61 


. 8 


524 


1 


GCP60 MOUSE 


Q8bmp6 


m golgi res 


30 


4 7 


61 


. 8 


544 


2 


05B8X7 EMENI 


05b8x7 


erne ri eel la 


31 


47 


61 


. 8 


. 545 


2 


Q4CVF8 TRYCR 


Q4cvf 8 


trypanosoma 


32 


47 


61 


. 8 


• 545 


2 


04CMJ9 TRYCR 


04cin'i 9 


trvoanosoma 




4 7 


O X 


Q 
. O 


/ X 


2 


n!?fiTiT9 XANP2 


Q261i9 


"va n t" In oVia r* t" p 




4 7 


61 


. 8 


800 


2 


09Y1 0? DROME 


Q9yl02 


rfyri«?nTilTi 1 a 

\J O ^ L^XX J. X- CL 




4 7 


\J X 


. 8 


925 


2 


090N7;9 ORYSA 


O P rrn 7 9 


\^x. y^c*. ocxt_x.v 


36 


47 


61 


. 8 


971 


2 


06C1S3 YARLI 


06cls3 


yariTowia li 


37 


47 


61 


. 8 


1046 


2 


Q3JNP6 BURPl 


O 3 n riD 6 


burkholderi 


38 


47 


61 


. 8 


1229 


2 


Q6C1W6 YARLI 


Q6c lw6 


yarrowia li 


39 


4 7 


61 


. 8 


248 6 


2 


09VXMS DROME 




Hr^oc^ODhl la 

\Ji X. \m/ o X X ^ v«. 


40 


46 


60 


. 5 


117 


2 


Q9VNS4 DROME 


Q9vns4 


drosophila 


41 


46 


60 


. 5 


129 


2 


09VNS6 DROME 


09 vnQ 6 


dTO'^ODh'i 1 a 

\X X> W ^ X X X. X> M 


42 


46 


60 


. 5 


289 


1 


CWC2'? SCHPO 




schi zosacch 


43 


46 


60 


. 5 


298 


2 


01LZ4 2 DROME 


Qll z42 


Hr^osnnlni 1 a 

V^-l. wO W k^XXX. X. C4. 


44 


4 fi 


O V 


c: 
• -J 


99 


2 


OS1 0K9 ENTHT 


Q510k9 


pn amnpha \\ 




46 




• «j 


*± ^ w 


2 






Pa pno"y*hahd "i 

\A. ^X X \J X. X XCfc *«/ VX X- 


4 6 


46 


60 


, 5 


536 


2 


O50N21 ENTHT 


O50n21 


entamoeba h 


4 7 


46 


60 


. 5 


537 


2 


0903 Z8 ENTHI 

\£^\J'JiJ\J XJXNXllXi 


09ii3 ?^ 8 

^ VX ^ V 


pntamopba h 


48 


46 


60 


.5 


564 


2 


Q4SFM4~TETNG 


Q4sfTn4 


tetraodon n 


49 


46 


60 


.5 


586 


2 


Q34WM2_9GAMM 


Q34wm2 


alkalilimni 


50 


46 


60 


.5 


589 


2 


Q1EA13_C0CIM 


Qleal3 


coccidioide 



ALIGNMENTS 

RESULT 1 
Q3KN34 DROME 



ID 


Q3KN34_DROME PRELIMINARY; PRT; 2753 AA. 




AC 


' Q3KN34'; 




DT 


08-NOV-2005, integrated into UniProtKB/TrEMBL 




DT 


08~NOV~2005, sequence version 1. 




DT 


18-APR-2006, entry version 5. 




DE 


GH18167p (Fragment 5 . 




GN 


.Name=CG3 3484-RA; 




OS 


Drosophila melanogaster (Fruit fly) . 




OC 


Eukaryota; Metazoa; Arthropoda; Hexapoda; Insecta; Pterygota; 


OC 


Neoptera; Endopterygota; Diptera; Brachycera; 


Muscomorpha; 


OC 


Ephydroidea; . Drosophilidae ; Drosophila. 




OX 


NCBI TaxID=7227;" 




RN 


[1] ■ 




RP 


NUCLEOTIDE SEQUENCE. 




RC 


STRAIN=Berkeley ; 




RA 


Stapleton M. , Carlson J., Chavez C, Frise E., 


, George R., Pacleb J., 
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GenCore version 6.2.1 
Copyright (c) 1993 - 2007 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



Title : 

Perfect score: 
Sequence : 

Scoring table: 



July 5, 2007, 09:50:55 ; Search time 31 Seconds 

(without alignments) 
49.660 Million cell updates/sec 

US-10-568-108-1 
76 

1 LRRERQSRLRRERQSR 16 
BL0SUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 283416 seqs, 96216763 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



283416 



Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 50 summaries 



Database : PIR_80:* 
1: pirl:* 
2 : • pir2 : * 

3: pir3:* 
4: pir4:* 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 

% - . 

Result Query 

No. Score Match Length DB ID Description 



1 


49 


64 


.5 


1898 


1 


A45973 


trichohyalin - hum 


2 


48 


63 


.2 


1094 


2 


A53435 


vesicular transpor 


3 


46 


60 


.5 


675 


2 


D83405 


conserved hypothet 


4 


46 


60 


.5 


699 


2 


E84565 


hypothetical prote 


5 


45 


59 


.2 


1027 


2 


T46481 


hypothetical prote 


6 


45 


59 


.2 


1233 


2 


T30989 


serine/threonine p 


7 


45 


59 


.2 


3498 


2 


T22330 


hypothetical prote 


8 


44 


57 


.9 


36 


2 


JA0173 


basic peptide - wi 


9 


44 


57 


. 9 


263 


2 


B84778 


hypothetical prote 


10 


44 


57 


.9 


454 


2 


T19433 


hypothetical prote 


11 


44 


57 


.9 


679 


2 


T00636 


hypothetical prote 
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12 


44 


57 , 


. 9 


1407 


1 


S28589 


trichohyalin - rab 


13 


43 


56 . 


. 6 


118 


2 


S56117 


spermatid- specific 


14 


43 


56 . 


. 6 


308 


2 


F95416 


hypothetical prote 


15 


43 


56 , 


. 6 


413 


2 


H88481 


protein let-756 [i 


16 


43 


56 


. 6 


427 


2 


AE2512 


hypothetical prote 


17 


43 


56 , 


. 6 


444 


2 


T32648 


hypothetical prote 


18 


43 


56 , 


. 6 


468 


1 


FOMVMU 


gag polyprotein - 


19 


43 


56 


.6 


538 


1 


FOMVM 


gag polyprotein - 


20 


43 


56 , 


. 6 


569 


2 


T43531 


probable potassium 


21 


43 


56 


. 6 


733 


2 


G84668 


hypothetical prote 


22 


43 


56 , 


. 6 


1175 


2 


T22491 


hypothetical prote 


23 


42 


55 , 


. 3 


58 


2 


S34045 


protamine - North 


24 


42 


55 , 


. 3 


78 


2 


A40973 


spermatid- specific 


25 


42 


55 


. 3 


79 


2 


S56116 


spermatid- specific 


26 


42 


55 , 


. 3 


99 


2 


B46598 


ski-related protei 


27 


42 


55 


.3 


126 


2 


. S58321 


probable membrane 


28 


42 


55 


. 3 


296 


2 


S73007 


hypothetical prote 


29 


42 


55 


. 3 


513 


2 


T03916 


hypothetical prote 


30 


42 


55 


. 3 


614 


2 


AB2304 


two- component hybr 


31 


42 


55 


.3 


684 


1 


TVHUSN 


transforming prote 


32 


42 


55 


. 3 


690 


2 


151298 


transforming prote 


33 


42 


55 


. 3 


704 


2 


T24517 


hypothetical prote 


34 


42 


55 


. 3 


710 


2 


AE1956 


hypothetical prote 


35 


42 


55 


.3 


737 


2 


T15597 


hypothetical prote 


36 


42 


55 


. 3 


749 


2 


T08101 


outer dynein arm d 


37 


42 


55 


. 3 


788 


2 


G89901 


hypothetical prote 


38 


42 


55 


. 3 


810 


2 


T44430 


protein PVlOO [imp 


39 


42 


55 


. 3 


919 


2 


F81998 


ribonuclease E (EC 


40 


42 


55 


. 3 


919 


2 


F81225 


ribonuc lease E NMB 


41 


42 


55 


. 3 


1017 


2 


T15598 


hypothetical prote 


42 


42 


55 


. 3 


1131 


2 


S22266 


FIJN30 protein - ye 


43 


42 


55 


. 3 


2550 


2 


B53435 


vesicular transpor 


44 


41 


53 


. 9 


45 


2 


B58208 


protamine II-l - p 


45 


41 


53 


. 9 


47 


2 


F58208 


protamine II -5 - p 


46 


41 


53 


. 9 


47 


2 


E58208 


protamine II-4 - p 


47 


41 


53 


, 9 


142 


2 


B72667 


hypothetical prote 


48 


41 


53 


.9 


227 


2 


T46264 


hypothetical prote 


49 


41 


53 


.9 


279 


2 


T26166 


hypothetical prote 


50 


41 


53 


.9 


325 


2 


H96815 


hypothetical prote 



ALIGNMENTS 



RESULT 1 
A45973 

trichohyalin - human 

C; Species: Homo sapiens (man) 

C;Date: 03-May-1994 #sequence_revision Ol-Mar-1996 #text_change 09-Jul-2004 
C; Accession: A45973 

R;Lee, B.C.; Kim, I.G.; Marekov, L.N. ; O'Keefe, E.J.; Parry, D.A.D.; Steinert, P.M. 
J. Biol. Chem. 268, 12164-12176, 1993 

A; Title: The structure of human trichohyalin. Potential multiple roles as a functional EF-hand-like 
A; Reference number: A45973; MUID : 93280194 ; PMID: 7685034 
A;Accession: A45973 
A;Molecule type: DNA 

A;ResidueS: 1-1898 <LEE> 

A;Cross-ref erences : UNIPROT : Q0728 3 ; UNIPARC : UPI0 00 013 738B; GB:L09190; NID:g292835; PIDN : AAA65582 . 1 ; 
A;Note: authors translated the codon AGG for residue 1714 as Pro 

C;Comment: Trichohyalin is a protein of the medulla of the hair and of the inner root sheath cells 

C; Genetics: 

A; Gene: GDB:THH 

A;Cross-ref erences : GDB : 136223 ; OMIM: 190370 
A; Map position: Iq21-lq21 

C; Super family: trichohyalin; calmodulin repeat homology 
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